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;ehs,ll‘)ev(\;::;i rerE))(l)thed. V All 7 major phylogenetic group are tested Type strain: ATCC 14579 (= NCTC
Bacillus cereus stricto sensu [1] V (1887) v Il e e e o rmie for 1S016140-2 validation of the chromogenic | 2599=DSM 31). Many wild strains
outbreak [16, 17] medium available in these collections
Eis'lge";g:ttii ri‘;ﬁrted' v All 7 major phylogenetic group are tested Type strain: ATCC 10792 (=DSM 2046).
Bacillus thuringiensis [2] V (1915) v INTINVAYAYN bk gocigate 9 togfoo d‘t’)ome for 1S016140-2 validation of the chromogenic | Many wild strains available in
outbreak [16-17] medium ATCC but none in NCTC collections
fes few data reported. Type strain: ATCC 14578 (=NCTC 10340
Bacillus anthracis [3] V (1875) v Il e e e orme NA No type strain in DSMZ). No
outbreak [16-17] wild strain avaible in these collections
No, few data reported. v All 7 major phyl i d T in: ATCC 6462 (=NCTC 12974
. . V(1886) (1995 — Phylogenetic group NOT major phylogenetic group are tested ype strain: 2 (=NC :
Bacillus mycoides [4] clarification) v Y associated to foodborne for ISO16140-2 validation of the chromogenic =DSM 2048). Many wild strains available
outbreak [16-17] medium with no distinction of the species in these collections
EI’?V Ifgwe?waelfc?crefooljteliijT V All 7 major phylogenetic group are tested Type strain: DSM 12442 (No type strainin
Bacillus pseudomycoides [5] V(1998) v ns gocfiga o togfoo d‘gome for ISO16140-2 validation of the chromogenic | ATCC/NCTC). One wild strain available in
outbreak [16-17] medium with no distinction of the species DSMZ collection
No. few data reported Type strain: DSM 11821 (=CIP 105772T=
Bacillus th logenetic fou NbT V All 7 major phylogenetic group are tested NBRC 101238 =WSBC 10204=CCUG
woihenstephanensis [6] V (1998) v VI e o toodborme for 1S016140-2 validation of the chromogenic | 58725 =CCM 4872 =KCTC 3975 =WS
P outbreak [16-17] medium 2480) (No Type strain in ATCC/NCTC).
Many wild strains in these collections
Izisvlfoevé::ttii ri’;ﬁrted' V All 7 major phylogenetic group are tested Type strain: DSM 22905 (No type strainin
Bacillus cytotoxicus [7] V(2013) v v e o e for ISO16140-2 validation of the chromogenic [ ATCC/NCTC). No wild strain available in
outbreak [16-17] medium these collections
;is’lfoevé::éi rizﬂrted' All 7 major phylogenetic group are tested for
Bacillus toyonensis [8] V (2014) v \ asgocigated togfoodli)orne 1SO16140-2 validation of the chromogenic me- No strain in DSMZ nor NCTC
outbreak [16-17] dium with no distinction of the species
Proposed type strain : DSM 25427 ( No
. ) . (2014) not yet validly <70% panC type strain in ATCC/NCTC).
S eyl 1) published NA affiliation NA NA No wild strain available in these collec-
tions
Eehwlga;;%ior:gi All 7 major phylogenetic group are tested for Type strain: DSM 102050 (No type strain
Bacillus wiedmannii [9] V (2016) v [ ns gociga o togfoo dFt’)ome ISO16140-2 validation of the chromogenic me- | in ATCC/NCTC). No wild
outbreak [16-17] dium with no distinction of the species strain available in these collections
Eiwlgatei;iiﬁ):ortgﬂ- All 7 major phylogenetic group are tested for
Bacillus paranthracis [10] V (2017) v 1l asgocigated to%ood’loaorne ISO16140-2 validation of the chromogenic me- No strain available in these collections
outbreak [16-17] dium with no distinction of the species
Eehwlga’;;;éor:(e)s. All 7 major phylogenetic group are tested for
Bacillus pacificus [10] V (2017) v I Y08 group ISO16140-2 validation of the chromogenic me- No strain available in these collections

associated to foodborne
outbreak [16-17]

dium with no distinction of the species




Official classification

23 species identified within ~ (publication in internat Esizlliee FilecsE:
Pecie P .~ membership of netic Implication in foodborne Diversity tested in published 1S016140-2 Number of available isolate in
the Bacillus cereus Group journal of systematic . N - .
4 the Bacillus Group outbreaks validation studies collections (ATCC/NCTC/DSMZ)
(September 2021) and evolutionnary S
: . cereus Group affiliation
microbiology)
Eehwlga’;;i;;or:(eﬁ. All 7 major phylogenetic group are tested for
Bacillus tropicus [10] V (2017) v 1 yio8 group ISO16140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - . RV -
dium with no distinction of the species
outbreak [16, 17]
E?qwlgact;;izorrt'sg' All 7 major phylogenetic group are tested for
Bacillus albus [10] Vv (2017) v Il yio8 group ISO16140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - ) e -
dium with no distinction of the species
outbreak [16-17]
Iiiwlga;;iﬁzortgg. All 7 major phylogenetic group are tested for
Bacillus mobilis [10] V (2017) v Il yio8 group IS016140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - . BV -
dium with no distinction of the species
outbreak [16-17]
Ei.wga;giﬁor:gﬁ' NOT All 7 major phylogenetic group are tested for
Bacillus luti[10] Vv (2017) v Il yiog group IS016140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - ) VR -
dium with no distinction of the species
outbreak [16-17]
Eiwlga;;i?rtgg- NOT All 7 major phylogenetic group are tested for
Bacillus proteolyticus [10] V (2017) v Il yio8 group ISO16140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - ; e -
dium with no distinction of the species
outbreak [16-17]
Eiwlgaz?\:ipcor:gi NOT All 7 major phylogenetic group are tested for
Bacillus nitratireducens [10] V (2017) v \% Y08 group ISO16140-2 validation of the chromogenic me- | No strain available in these collections
associated to foodborne - : NV -
dium with no distinction of the species
outbreak [16-17]
Eiwlgazi;ii’?:ortgg- All 7 major phylogenetic group are tested for
Bacillus paramycoides [10] V (2017) v 1] yio8 group ISO16140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - ; e -
dium with no distinction of the species
outbreak [16-17]
Eehwlga;:i?r:gi All 7 major phylogenetic group are tested for
Bacillus fungorum [14] V (2020) v Il yio8 group ISO16140-2 validation of the chromogenic me- No strain available in these collections
associated to foodborne - . T -
dium with no distinction of the species
outbreak [16-17]
Few data reported.
Bacillus clarus [15] (2020) no? yet validly NA VI Phylo_genehc group NA No strain available in these collections
published associated to foodborne
outbreak [16-17]
0,
Bacillus gaemokensis [11] Vv (2021) v <;2iﬁ;§innc NA NA No strain available in these collections
<70% panC Type strain: DSM 26473 (No type strain in
Bacillus manliponensis [12] V (2021) v af'filioal’?ion NA NA ATCC/NCTC). No wild strain available in
these collections
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